'Domains' refer to number of domains present in the proteins and were obtained from UniProt on January 2018. 'OMIM' represents the Fisher's Exact test odds ratio for a protein group to have more proteins with at least one OMIM (data retrieved on June 2016) (4) disease than expected by chance, using 14074 human proteins with at least one interaction as the background (all cases are significantly different, FDR < 5% after applying Benjamini-Hochberg procedure). For 'Shortest paths' , the outermost data point is the most connected, that is, has the smallest shortest path value. For all others, the outermost data point is the one with the highest value. The ' Network ' protein group is composed of all the protein interactome network nodes and the ' hubs ' protein group is composed of those nodes which have a degree that is at least twice the network average. 
